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Why analyse transcriptome at a single-cell level?
* Ectopic & eutopic endometrium are heterogeneous tissues

* Whole tissue analysis shows an average gene expression profile

* Single-cell analysis detects activated/suppressed processes in each cell type

4 2. CHALLENGE N\

Current limitations for using fresh tissue biopsies:

A
* Unpredictable laparoscopy results may jeopardize study design Al .
* Proceeding with experiments immediately after sample collection P m

* The batch effect between multiple experiments in a study e

Test: (1) Sample collection & freezing (2) Tissue processing (3) Seq & analysis
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tissues and storage in LN2 other scRNA studies
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1. Frozen tissue biopsies can be successfully used for single-cell
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transcriptomic studies as an alternative to fresh tissues i

2. Comparable quality of results of cell populations from frozen and fresh
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tissue biopsies

3. Advantages: Processing of all the samples at a time avoids experimental

batch variations, particularly with matched samples
4. General limitations: cell loss during the tissue processing steps a N
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